
 

 

 

 
Abstract

The genetic diversity and gene flow among twenty maize populations were studied by analyzing eight isoenzymatic systems.

Nineteen populations were landraces from the traditional agricultural systems in Cuzalapa, Jalisco, Mexico, some of which having

been introduced at different times, and the last was an exotic maize population. The analysis detected 14 loci with a total of 31

alleles. 54.2 % of the loci were polymorphic with an average of 2.65 alleles per locus and an observed heterozygocity of 0.158,

indicating low genetic variation in comparison with that found in previous studies with different races of maize. The classification of

the 20 populations based on principal component analysis and on cluster analysis using information from allelic frequencies, were

similar. In these classifications, local populations of the Tabloncillo race (Blanco, Negro and Amarillo Ancho) constituted the main

genetic group; other populations were added into this group with the genetic distances being more pronounced in populations of

recent introduction. Populations of known ancestral introduction such as: Blanco Ahumado, Híbrido and two from Chianquiahuitl,

were genetically closer to the local landraces, probably due to a prolonged time exposure allowing more gene flow between them.

The inclusion of populations Híbrido and Ceroso into local subgroups might be due to the known genetic relationships between

Tuxpeño and Tabloncillo races, as found in previous studies. Populations of recent introduction, such as Enano and Amarillo are

genetically distant from the local populations, and Guino Rosquero, of very recent introduction, being the most distant.  
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